Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.054; wR factor = 0.160; data-to-parameter ratio = 16.5.
In the title compound, C 20 H 14 FN 3 , the pyrimidine ring adopts a half-chair conformation. The dihedral angle between the benzimidazole ring system and the fluorophenyl ring is 84.18 (10) . In the crystal structure, molecules are linked into a two-dimensional network parallel to the bc plane by N-HÁ Á ÁN and C-HÁ Á ÁF hydrogen bonds.
Related literature
For related structures, see: Elgemeie et al. (1998) ; Jayalakshmi et al. (2004) ; Low et al. (2003) ; Mahendra et al. (2005) . For related literature, see: Alexandre et al. (2003) ; Bandurco et al. (1981) ; Chern et al. (1993) ; Fatmi et al. (1984) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: RAPID-AUTO (Rigaku, 1998) ; cell refinement: RAPID-AUTO; data reduction: RAPID-AUTO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL/PC (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97.
Experimental
structures of some of these compounds have been reported (Elgemeie et al., 1998; Low et al., 2003; Jayalakshmi et al., 2004; Mahendra et al., 2005) . In view of the above importance, the title compound, (I), was prepared from ο-aminophenylbenzimidazole and ο-fluorobenzaldehyde and its crystal structure is reported here (Fig. 1 ).
Most of the bond lengths and angles have normal values and are comparable to those observed in related structures (Low et al., 2003; Mahendra et al., 2005) . The benzimidazole ring system is planar. The pyrimidine ring adopts a half-chair conformation, with atoms N1 and C14 deviate from the N2/C1/C8/C9 plane by 0.178 (3) and -0.222 (3) Å, respectively.
The dihedral angle between the benzimidazole ring system and the fluorophenyl ring is 84.18 (10)°.
In the crystal structure, the molecules are linked into a two-dimensional network parallel to the bc plane ( Fig.2 ) by N-H···N and C-H···F hydrogen bonds (Table 1) .
All reagents were of AR grade available commercially and used without further purification. A solution of ο-aminophenylbenzimidazole (5 mmol) and ο-fluorobenzaldehyde (5 mmol) in ethanol (12 ml) was treated with acetic acid (0.2 ml) for 5 h. The resulting solution was concentrated under reduced pressure to a small volume to obtain a creamy compound. The solid was recrystallized from ethanol to give a brown crystalline compound (I) (yield 70%; m.p. 521 K). Single crystals suitable for X-ray diffraction analysis were obtained by slow evaporation of an ethanol solution.
Refinement
All H atoms were placed in calculated positions with N-H = 0.86 Å and C-H = 0.93-0.98 Å, and refined using a riding model with U iso (H) = 1.2U eq (C,N). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0651 (10) 0.0853 (12) 0.0328 (7) 0.0036 (9) 0.0128 (7) 0.0029 (7) N2 0.0612 (9) 0.0631 (9) 0.0304 (7) 0.0075 (8) 0.0047 (6) 0.0008 (6) N3 0.0700 (10) 0.0691 (10) 0.0320 (8) 0.0019 (9) 0.0081 (7) 0.0012 (7) C1 0.0579 (10) 0.0610 (11) 0.0305 (8) 0.0078 (9) 0.0056 (7) −0.0013 (7) 
